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SIRT1 activation mediates heat-induced
survival of UVB damaged Keratinocytes
Leslie Calapre1 , Elin S. Gray1, Sandrine Kurdykowski2, Anthony David2, Pascal Descargues2 and Mel Ziman1,3*
Abstract
Background: Exposure to heat stress after UVB irradiation induces a reduction of apoptosis, resulting in survival of
DNA damaged human keratinocytes. This heat-mediated evasion of apoptosis appears to be mediated by activation
of SIRT1 and inactivation of p53 signalling. In this study, we assessed the role of SIRT1 in the inactivation of p53
signalling and impairment of DNA damage response in UVB plus heat exposed keratinocytes.
Results: Activation of SIRT1 after multiple UVB plus heat exposures resulted in increased p53 deacetylation at K382,
which is known to affect its binding to specific target genes. Accordingly, we noted decreased apoptosis and down
regulation of the p53 targeted pro-apoptotic gene BAX and the DNA repair genes ERCC1 and XPC after UVB plus
heat treatments. In addition, UVB plus heat induced increased expression of the cell survival gene Survivin and the
proliferation marker Ki67. Notably, keratinocytes exposed to UVB plus heat in the presence of the SIRT1 inhibitor, Ex-
527, showed a similar phenotype to those exposed to UV alone; i.e. an increase in p53 acetylation, increased
apoptosis and low levels of Survivin.
Conclusion: This study demonstrate that heat-induced SIRT1 activation mediates survival of DNA damaged
keratinocytes through deacetylation of p53 after exposure to UVB plus heat
Keywords: Heat stress, UVB, Keratinocytes, Apoptosis, p53, SIRT1, p53 deacetylation
Background
The incidence of skin cancers, particularly of
keratinocyte-derived cancers, basal cell carcinoma (BCC)
and squamous cell carcinoma (SCC), has increased in
the last few decades [1, 2]. Chronic exposure to UV radi-
ation, predominantly UVB, is the most common cause
of these cutaneous malignancies [3, 4]. Studies have
shown moreover, that high temperature can increase the
rate of tumour formation in mice and potentiate the car-
cinogenic effects of UV [5, 6] and thus, heat stress may
also be a risk factor in skin carcinogenesis. Given this
evidence, the paucity of studies on the consequences of
repeated exposure to both high temperatures and UVB
on epidermal cell biology requires addressing [7].
A few studies have shown that exposure to heat stress
prior to UVB irradiation protected human and murine
keratinocytes against DNA damage [8–10]. The heat-
mediated reduction of DNA damage in the form of
photoproduct formation, particularly cyclobutane pyr-
imidine dimers (CPDs), was suggested to be a conse-
quence of increased expression and pre-activation of
heat shock proteins (HSPs), thought to diminish the le-
thality of UV radiation on keratinocytes [9, 11–13].
However, previous studies in our laboratory showed
UVB and UVB plus heat exposures induce the same
level of CPD formation. Conversely, UVB plus heat
treated samples had a significantly reduced number of
apoptotic keratinocytes when compared to cells treated
with UVB alone [14].
The reduction in apoptosis and thus the survival of
DNA damaged keratinocytes in UVB plus heat treated
samples was thought to be associated with the presence
of phosphorylated Sirtuin 1 (SIRT1) and inactivation of
p53 signalling [14]. Since SIRT1 induces deacetylation of
the p53 protein [15–17], we hypothesised that SIRT1 ac-
tivation by heat stress affects the ability of p53 to regu-
late downstream gene targets. Thus, UVB plus heat
* Correspondence: m.ziman@ecu.edu.au
1School of Medical Science, Edith Cowan University, 270 Joondalup Drive,
Joondalup, Perth, WA 6027, Australia
3School of Pathology and Laboratory Medicine, University of Western
Australia, Crawley, WA, Australia
Full list of author information is available at the end of the article
© The Author(s). 2017 Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to
the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.
Calapre et al. BMC Dermatology  (2017) 17:8 
DOI 10.1186/s12895-017-0060-y
treated keratinocytes are unable to mediate an adequate
cellular stress response to UVB mediated DNA damage.
SIRT1 is an NAD-dependent histone deacetylase that
is known to be increased by heat stress [18, 19], but
inhibited by UVB [20]. Its activity is vital for the main-
tenance of chromosomal integrity and control of various
cellular processes including cell metabolism and cellular
stress response [21, 22]. The deacetylase activity of
SIRT1 regulates several stress-induced transcription fac-
tors including p53 [15, 23] and HSF1 [18, 19, 24].
Of particular interest to our study is the ability of
SIRT1 to deacetylate the lysine 382 residue of the p53
protein [24–26]. SIRT1-mediated deacetylation of p53
reduces its DNA binding capability, leading to deregula-
tion of expression of p53 dependent genes and impair-
ment of the tumour suppressor functions of the protein
[15, 27]. Such functions include the regulation of cell
proliferation, DNA damage repair, cell cycle arrest, and
apoptosis [28–30]. It appears then that heat-mediated
activation of SIRT1 may affect the efficiency of repair of
UVB–induced DNA damage and inhibit apoptosis. Sur-
vival of DNA damaged cells, that otherwise would have
undergone apoptosis, results in the accumulation of
UVB-induced mutation in dividing cells [31].
In this study, we aimed to determine whether activa-
tion of SIRT1 is the main biomolecular mechanism driv-
ing the heat-mediated survival of DNA damaged cells in
UVB plus heat treated keratinocytes. In particular, we in-
vestigated the effects of SIRT1 activation on the on-set
of the p53-mediated cellular stress response, approxi-
mately 4 h after UV irradiation in normal skin [32, 33],
and the efficiency of this system to mediate repair and/
or apoptosis in UVB plus heat treated keratinocytes har-
bouring DNA damage. We used ex vivo skins and in
vitro primary keratinocytes to assess this, as well as
whether UVB plus heat leads to the increased presence
of unrepaired CPDs, and survival and proliferation of
keratinocytes despite DNA damage. Finally, we assessed
whether blocking SIRT1 activity abrogates the evasion of
apoptosis and cell survival observed after UVB plus heat
exposures.
Methods
Ex vivo skin model
Thirty-two NativeSkin® (Genoskin, France) ex vivo skin
models, taken from non-sun exposed skin of healthy do-
nors, are punch biopsies of normal human skin embed-
ded in a matrix and fixed in a cell culture insert.
Informed consent was obtained from donors, and com-
mercialisation and experimental use of the skin biopsies
were approved by the Comité de Protection des Per-
sonnes (CPP, France) and the ECU Human Research
Ethics Committee.
NHEK
Primary adult human epidermal keratinocytes (NHEK-c,
Promocell) were cultured in vitro using Keratinocyte
Growth Medium 2 (Promocell, Germany) supplemented
with bovine pituitary extract (0.004 ml/ml), recombinant
human epidermal growth factor (0.125 ng/ml), recom-
binant human insulin (5 μg/ml), hydrocortisone
(0.33 μg/ml), epinephrine (0.39 μg/ml), human transfer-
rin holo (10 μg/ml), CaCl2 (0.06 mM) and penicillin/
streptomycin (Sigma-Aldrich, Australia).
UVB radiation and heat exposure
Skins and primary keratinocytes were exposed to heat
stress and UVB plus heat according to previous proto-
cols [14]. Samples were then analysed for DNA damage,
apoptosis and gene expression at 4 h after the last ex-
posure. UVB and/or heat treated samples were also eval-
uated for apoptosis and expression of Ki67 2 days post-
exposures. For SIRT1 inhibition experiments, 1 μM of
Ex-527 was added to the cell culture medium of NHEKs
prior to exposures. Each experiment was performed in
triplicate and each set of experiments included untreated
cells which underwent similar handling.
Immunocytochemistry and Immunohistochemistry
Primary keratinocytes were seeded in a 12-well plate at
100,000 cells/well in LabTek Chambered -Microscopic
slides (Thermofisher, Australia) and exposed to UV and/
or heat stress. For immunocytochemistry, cells were
fixed with 4% paraformaldehyde, washed twice with TBS.
Skin tissues were processed and stained according to
previous protocols [14]. Primary NHEK and skin sec-
tions were incubated with antibodies to either thymine
dimer (CPD) (mouse monoclonal, 1:500 dilution; Kamiya
Biomedical, USA), p53 antibody (rabbit monoclonal 1:50
dilution; Abcam, USA), p53 acetyl K382 (rabbit mono-
clonal 1:200, Abcam USA), SIRT1, SIRT1-p, Casp-3
(cleaved), Survivin or anti-pan Cytokeratin and ki67
(rabbit polyclonal, 1:50 dilution; Abcam, USA). The
mouse monoclonal antibody to pan-cytokeratin (1:50;
Abcam, USA) was used to label keratinocytes. The sec-
ondary antibodies anti-mouse Alexa Fluor 488 (for kera-
tin and CPD) and anti-rabbit Alexa Fluor 550 (for
caspase 3, p53 and ki67) were used for detection. Three
sections were analysed per exposure replicate and five
images of randomly selected fields-of-view were cap-
tured from each section. To determine percentages of
keratinocytes positive for each individual antibody, posi-
tive cells were quantified within 5 images randomly
chosen per section.
Western blot
Cytosolic and nuclear proteins were isolated from un-
treated and treated primary keratinocytes using AllPrep
Calapre et al. BMC Dermatology  (2017) 17:8 Page 2 of 10
RNA/Protein Kit (Qiagen, Australia) according to manu-
facturer’s instructions. A total of 20 μg protein was
loaded onto Mini-PROTEAN TGX Stain-Free Precast
Gels (Bio-Rad, USA) and then transferred onto Midi
Trans-Blot 0.2 μm nitrocellulose membrane (Bio-Rad).
The membrane was probed with rabbit monoclonal p53
antibody or p53 acetyl K382 and detected using Clarity
Western ECL Blotting Substrate detection kit (Bio-Rad)
as per the manufacturer’s instructions. The blot was
visualised using the ChemiDoc Touch system (Bio-Rad)
and protein levels were assessed and quantified relative
to standards using ImageLab software (Bio-Rad).
Apoptosis
In the ex vivo skin models, apoptosis was quantified via
the percentage of CPD keratinocytes with active caspase
3 (casp-3), a marker of apoptosis [34]. The level of apop-
tosis for exposed NHEKs was determined using Annexin
V-FITC Apoptosis Detection Kit I (BD Pharmingen,
USA) and cells were stained as per the manufacturer’s
instructions. Samples were analysed using the Gallios™
flow cytometer (Beckman-Coulter). For each sample,
10,000 events were acquired. Annexin V+PI−cells repre-
sented early apoptotic populations and Annexin V+PI+
cells represented either late apoptotic or secondary nec-
rotic populations.
Ex vivo gene expression analysis
RNA was isolated from skin tissues and cells using an
AllPrep RNA/DNA Mini Kit (Qiagen). The quality of
the RNA extracted from samples was analysed using an
Agilent RNA 6000 Bioanalyser Kit. Differential expres-
sion of BAX, Survivin (BIRC5), ERCC1 and XPC genes
in the UV and/or heat exposed samples were verified by
quantitative real-time PCR (qRT-PCR) using the ViiA 7
Real-Time PCR System (Applied Biosystems, USA).
Quantitative RT-PCR was performed based on the
manufacturer’s instructions using TaqMan probes (Life
Technologies, Australia) for BAX, Survivin (BIRC5),
ERCC1 and XPC genes. Human 18S (Taqman, Life
Technologies) was used as the endogenous reference
gene. Relative quantification of the expression levels of
each transcript in each sample were calculated using the
Delta-Delta CT method relative to untreated controls.
Statistical analyses
Two-way ANOVA was used to analyse differences across
treatment groups, while parametric unpaired t-tests were
used to detect differences between specific treatment
groups in all experimental categories, with p-values
<0.05 considered significant.
Results
UVB plus heat induced SIRT1 phosphorylation and
decreased apoptosis of DNA damaged keratinocytes
We first determined whether activation of SIRT1 is appar-
ent after UVB plus heat exposure. Ex vivo skin models
and normal primary human epidermal keratinocytes
(NHEK) in vitro were exposed to UVB and/or heat once a
day for 4 consecutive days. Cells that harboured DNA
damage signatures (CPD+) and activated SIRT1 (SIRT1-p
+) were quantified after the last exposure in samples
treated with UVB and/or heat relative to untreated con-
trols (Fig. 1a and Additional file 1: Figure S1a).
The percentage of keratinocytes containing CPDs was
high in both UVB irradiated (84 ± 7%) and UVB plus heat
(79 ± 3%) treated skin models (Table 1), and in NHEKs
exposed to UVB (91 ± 8%) or UVB plus heat (87 ± 3%).
UVB plus heat treated keratinocytes were observed to
contain both SIRT1-p and CPD positive staining in skin
models (50 ± 3%) and in vitro NHEKs (55 ± 3%). Notably,
neither of the models had SIRT1-p staining in cells irradi-
ated with UVB alone (Fig. 1a, Additional files 1 and 2: Fig-
ure S1a and Table S1). SIRT1 activation, however, was also
apparent in samples treated with heat alone, clearly link-
ing SIRT1 activation to heat exposure.
UVB plus heat treated samples also exhibited a signifi-
cantly decreased percentage of DNA damaged keratino-
cytes that were apoptotic (Casp-3/CPD positive cells)
compared to those irradiated with UVB alone in ex vivo
skin (15 ± 4% vs 37 ± 3%, p = 0.004) and in NHEKs
(7 ± 4% vs 25 ± 3%, p = 0.0003) (Fig. 1b and Table 1).
Altogether, these results suggest that SIRT1 phosphoryl-
ation is activated in response to repeated UVB plus heat
exposures and this is associated with evasion of apop-
tosis within CPD damaged-keratinocytes.
UVB plus heat induced deacetylation of p53
The p53 protein is a key regulator of cellular response to
stress. The p53 regulation of DNA damage response and
cell cycle arrest is coordinated via acetylation and phos-
phorylation [23, 35]. It has previously been shown that
SIRT1 induces deacetylation of p53 [36]. Thus, we deter-
mined the percentage of cells expressing total p53 and
acetylated p53 (p53-ace382) after repeated UVB and
UVB plus heat exposure.
There were no significant differences in the percentage
of CPD positive cells expressing p53 between UVB and
UVB plus heat treated keratinocytes ex vivo or in vitro
(Fig. 1c, Additional file 1: Figure S1b and Table 1). How-
ever, a significantly lower percentage of CPD positive
keratinocytes had acetylated p53 in UVB plus heat
treated samples compared to those irradiated with UVB
alone in ex vivo models (40 ± 2% vs 79 ± 6%, p = 0.002)
and in NHEKs (28 ± 7% vs 75 ± 4%, p = 0.001) (Fig. 1d
and Additional file 1: Figure S1c). Notably, there was an
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inverse relationship between the percentage of CPD
positive cells expressing SIRT1-p and those with acety-
lated p53 in the UVB and UVB plus heat treated sam-
ples. More importantly, our results demonstrated that
repeated exposure of keratinocytes to UVB plus heat did
not prevent the expression of p53 in these cells, but ap-
peared to affect the acetylation status of the p53 protein.
UVB plus heat induces deregulation of p53 downstream
target genes
SIRT1-mediated deacetylation of the p53 protein is
known to reduce its DNA binding capability, leading to
deregulation of expression of p53 dependent genes [15,
37]. We therefore, measured the expression levels of
downstream target genes of p53 that may be affected by
deacetylation. We first looked at gene expression levels
of BAX, a regulator of cell apoptosis and Survivin
(BIRC5), a regulator of cell survival, as we previously
observed these genes to be affected by UVB plus heat
treatment of keratinocytes at 48 h after exposure [14].
We found that UVB irradiation caused significant upreg-
ulation of BAX, but not of Survivin, in the ex vivo skins
models (Fig. 2a) and in NHEKs (Fig. 2b). By contrast,
UVB plus heat exposure induced downregulation of
BAX and significant upregulation of Survivin in both the
skin and NHEKs.
We then examined the gene expression of XPC and
ERCC1, which are p53-regulated nucleotide excision re-
pair (NER) genes. XPC and ERCC1 are commonly up-
regulated in UVB irradiated cells and are necessary for
the repair of UVB-induced CPD damage [38]. UVB irra-
diated keratinocytes in ex vivo skin models and in vitro
showed significant upregulation of ERCC1 (3- and 4-
fold) and XPC (9- and 4-fold) in skin and NHEKs re-
spectively. Notably, this upregulation was not apparent
in UVB plus heat exposed NHEKs (Fig. 2b), and in fact,
Fig. 1 Exposure to repeated UVB plus heat significantly decreased acetylated p53 levels in keratinocytes. Representative immunohistochemical
staining of ex vivo skin either untreated, or exposed to heat, UVB or UVB plus heat, for nuclear DNA (DAPI, blue), CPD (red) and (a)
phosphorylated SIRT1 (SIRT1-p), (b) caspase (casp-3), (c) total p53 or (d) acetylated p53 (p53-a382). Inset images are an enlarged view of cells
positive for CPD and SIRT1 (red arrows), CPD and Casp-3 (orange arrows), CPD and p53 (green arrows) or CPD and p53-a382 (blue arrows). Broken
lines denote the epidermal/dermal border. All images are at 400X magnification
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ERCC1 and XPC were significantly downregulated in
UVB plus heat treated skin models (Fig. 2a). These re-
sults confirm that exposure to UVB plus heat stress ap-
pears to compromise the p53-mediated DNA repair
mechanisms within keratinocytes.
UVB plus heat increased ki67 expression in DNA damaged
keratinocytes
Next we quantified the percentage of cells that were
positive for ki67, a protein commonly used as a marker
of proliferation [39–42]. To ensure that cells were pro-
vided sufficient time for repair and mitosis and that the
effects on repair and proliferation were persistent, quan-
tification of proliferative (ki67-positive) keratinocytes
was conducted 2 days after the last exposure. UVB plus
heat treatment caused a significant increase in the per-
centage of keratinocytes that were positive for ki67 rela-
tive to UVB treated samples in ex vivo skins (36 ± 8% vs
16 ± 10%, p = 0.0427) and in vitro (59 ± 3% vs 19 ± 2%,
p = 0.003) (Fig. 2c-d, Additional file 3: Figure S2). These
results show that heat, presumably as a result of the im-
paired p53-mediated cellular stress response, leads to in-
creased survival and proliferation of keratinocytes.
SIRT1 inhibition reduces UVB plus heat-induced inactiva-
tion of p53 signalling
To determine whether inhibition of SIRT1 will reverse
the pro-survival effects of heat exposure on UVB dam-
aged keratinocytes, we treated NHEKs with Ex-527, a
known inhibitor of SIRT1. Previous studies have shown
that exposure to Ex-527 effectively reduces SIRT1 activ-
ity [43–45], and produces maximal p53 acetylation, but
does not induce significant toxicity in untreated kerati-
nocytes at a dose of 1 μM [4, 46].
Keratinocytes that were treated with UVB plus heat, in
the presence of 1 μM of Ex-257, had significantly higher
levels of acetylated p53 protein in comparison with UVB
plus heat treated samples, resembling the levels of acety-
lated p53 found in cells treated with UVB alone (Fig. 3a-
b). Accordingly, protein expression analysis by immuno-
histochemistry showed that the percentage of cells that
were positive for both CPD and acetylated p53 was sig-
nificantly increased in UVB plus heat treated keratino-
cytes in the presence of Ex-257 (69 ± 4% vs 28 ± 7%,
p = 0.0001), compared to exposed cells not treated with
the SIRT1 inhibitor (Fig. 3c-d). It is important to note,
that the percentage of p53-a382/CPD keratinocytes after
UVB plus heat together with Ex-527 was comparable to
those in samples irradiated with UVB alone (69 ± 4%
and 75 ± 4% respectively). Moreover, the presence of
SIRT1 appears to correspond to downregulation of BAX
and the upregulation of Survivin observed in UVB plus
heat treated keratinocytes (Fig. 2b). These results clearly
indicate that SIRT1 is important in driving heat-
mediated survival of UVB-damaged keratinocytes. How-
ever, SIRT1 inhibition did not restore the upregulation
of BAX, XPC and ERCC1 to levels observed in samples
treated with UVB alone. This result suggests that these
genes may have returned to baseline levels or might be
influenced by factors additional to SIRT1 and/or p53.
SIRT1 inhibition diminished UVB plus heat effects on
apoptosis and proliferation of keratinocytes
Since UVB plus heat causes a significant decrease in
apoptosis in keratinocytes, we then determined if SIRT1
inhibition reverses this effect. Less than 5% of untreated
NHEKs with or without Ex-527 were apoptotic (Add-
itional file 4: Figure S3). However, the presence of Ex-
527 significantly increased cell apoptosis from 7 ± 4% to
23 ± 1% (p = 0.004) in UVB plus heat, which is similar
to levels found in UVB irradiated samples (25 ± 3%)
(Fig. 3b). In addition, at 2 days post exposure, in the
presence of SIRT1-inhibitor there was a significant de-
crease in the proportion of keratinocytes that were ki67
positive in UVB plus heat treated samples (Fig. 2d and
Additional file 3: Figure S2b). Thus, survival and prolif-
eration of DNA damaged cells appears to be ameliorated
by the presence of the SIRT1 inhibitor.
Discussion
In this study, we clearly confirm that the exposure of
keratinocytes to UVB plus heat impairs the p53-
mediated cellular stress response. We also show that this
phenomenon is a consequence of heat-induced SIRT1
Table 1 Effect of UVB and/or heat exposure in keratinocytes of
the ex vivo skin models or NHEK in vitro
Percentage Mean ± S.D.
Untreated Heat UVB UVB plus Heat
Skin
DNA Damaged Cells (%) 0 ± 0 5 ± 3 84 ± 7 79 ± 3
Apoptotic Cells (%) 0 ± 0 14 ± 1 37 ± 3 15 ± 4***
SIRT1-p+/CPD+ (%) 0 ± 0 32 ± 2 0 ± 0 50 ± 3
Apoptotic Cells (%) 0 ± 0 14 ± 1 37 ± 3 15 ± 4***
p53+/CPD+ (%) 0 ± 0 0 ± 0 76 ± 3 69 ± 3
p53-ace382+/CPD+ (%) 0 ± 0 0 ± 0 79 ± 6 40 ± 2**
NHEK
DNA Damaged Cells (%) 0 ± 0 2 ± 1 91 ± 8 87 ± 3
Apoptotic Cells (%) 2 ± 1 3 ± 1 25 ± 3 7 ± 4
SIRT1-p+/CPD+ (%) 1 ± 1 34 ± 5 0 ± 0 55 ± 3**
p53+/CPD+ (%) 0 ± 0 0 ± 0 84 ± 3 79 ± 2
p53-ace382+/CPD+ (%) 0 ± 0 0 ± 0 75 ± 4 28 ± 7**
Statistically significant differences relative to UVB: ** = p-value ≤0.001
or *** = p-value ≤0.0001
SIRT1-p+/CPD+ cells positively stained for SIRT1-p and CPD
p53+/CPD+ cells positively stained for p53 and CPD
P53-ace382+/CPD+ cells positively stained for p53-acetylated (lys382) and CPD
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activation in these cells. SIRT1 activation appears to in-
duce post-translational modifications of the p53 protein,
affecting the ability of this protein to regulate the ex-
pression of downstream gene targets important for regu-
lating DNA damage repair and apoptosis. As a result,
keratinocytes containing UVB-induced DNA damage are
able to survive and proliferate.
SIRT1 is essential for maintaining chromatin stability
but can affect the function of other transcription factors,
including HSF-1 and p53, by deacetylation of these pro-
tein [26, 47, 48]. In the case of HSF-1, SIRT1-mediated
deacetylation of this protein increases its DNA-binding
ability, leading to increased expression of heat shock pro-
teins [18, 19, 49]. Conversely, SIRT1-mediated deacetyla-
tion of p53 diminishes the ability of this protein to bind to
the promoters of its target genes, particularly those re-
quired for apoptosis and cell cycle arrest [25, 36, 50].
This study confirmed that SIRT1 is indeed a key mo-
lecular event in the UVB plus heat-mediated effects on
keratinocyte biology. In line with previous observations
that SIRT1 activation is inhibited by UV radiation but
increased in response to heat stress [19, 24, 26], we ob-
served increased SIRT1 phosphorylation in heat treated
but not in UV irradiated samples. The combination of
UV plus heat also resulted in SIRT1 activation. However,
the exact mechanism behind heat-induced activation of
SIRT1 is not yet known, and this needs to be assessed in
order to fully understand the role of SIRT1 in UVB plus
heat-mediated survival of DNA damaged keratinocytes.
Interestingly, the presence of the SIRT1 inhibitor (Ex-
527) prevented the UVB plus heat-mediated survival of
DNA damaged keratinocytes. Furthermore, inhibition of
SIRT1 in UVB plus heat treated keratinocytes induced a
significant increase in p53 acetylation and activation of
p53 signalling, leading to increased cell apoptosis and a
decrease in proliferative keratinocytes. Thus, SIRT1 ap-
pears to be indispensable for evasion of apoptosis and
survival of UVB plus heat treated keratinocytes harbour-
ing DNA damage. By means of post-translational modifi-
cations to the p53 protein and consequently, inactivation
Fig. 2 Effect of UV and/or heat exposure on p53 downstream gene targets and cell proliferation. a-b Fold change on mRNA expression of BAX,
Survivin, ERCC1 or XPC in keratinocytes of the (a) skin and (b) in vitro, relative to untreated controls. c-d Bar graphs of the percentage mean (+/−
SD) of keratinocytes positive for ki67 per field of view either (c) in ex vivo skin or (d) in vitro. Statistically significant differences are indicated with
** p < 0.001 and/or *** for p-values p < 0.0001
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of p53 signalling, heat-mediated SIRT1 activation ap-
pears to negate the ability of UVB plus heat keratino-
cytes to mount an appropriate response to UVB-induced
DNA damage.
Despite the significant impact of SIRT1 activation
on p53 signalling, increased levels of phosphorylated
SIRT1 were found to have no effect on the levels of
the p53 protein, i.e. there were no significant differ-
ences in the level of p53 protein in UVB or UVB plus
heat treated samples. Thus, the diminished efficiency
of p53-mediated cellular stress response in UVB plus
heat treated samples does not appear to arise from
changes in p53 protein transcription nor its transloca-
tion to the nucleus. Therefore, lack of an appropriate
p53-mediated DNA damage response in keratinocytes
after UVB plus heat exposure appears to be a conse-
quence of SIRT1-imposed post-translational modifica-
tions to the p53 protein.
The interference of the p53-mediated surveillance of
DNA damage via deacetylation appears to be one of the
primary effects of UVB plus heat exposure in keratino-
cytes. One of the most notable consequences of SIRT1-
induced deacetylation and therefore, inactivation of p53
in UVB plus heat treated keratinocytes, was the signifi-
cant downregulation of ERCC1 and XPC, which are re-
sponsible for the recognition and repair of CPDs [51–
53], as the products of these genes are responsible for
the recognition of distortions in the DNA helix and acti-
vation of global genome nucleotide excision repair path-
ways (GG-NER) [54, 55]. In particular, the XPC
promoter contains a putative p53 response element and
elevated XPC expression after UV irradiation occurs in a
p53-dependent manner [56–58]. Thus, the persistence
of CPD could be a result of the lack of effective recogni-
tion of the existing damage, preventing the removal of
CPDs and resulting in impaired clearance of DNA le-
sions. This finding is of particular importance consider-
ing a recent study showed that a significant percentage
of ‘normal’ epidermal keratinocytes harbour UV-
signature mutations in genes that are key drivers of
squamous cell carcinoma [59]. By affecting the ability of
keratinocytes to recognise and repair DNA damage, con-
secutive exposure to UVB plus heat stress may induce
further accumulation of mutations in these ‘normal’
cells, fuelling their transformation into a malignant
phenotype. However, a more comprehensive study on
Fig. 3 Inhibition of SIRT1 in UVB plus heat significantly increased acetylated p53 protein expression and apoptosis of keratinocytes in vitro. a Immunoblot
showing levels of total p53, and acetylated p53 protein in UVB, UVB plus heat and UVB plus heat with the SIRT1 inhibitor (Ex-527). b Quantification of
protein levels by relative average density standardised by β-actin. c Representative immunohistochemical staining of cells positive for CPD and p53
(white arrows), CPD and p53-a382 (green arrows) in primary keratinocytes exposed to UVB or UVB plus heat with or without SIRT1 inhibitor Ex-527. All
images are at 400X magnification. d Bar graphs of percentage mean (+/− SD) of DNA damaged (CPD), apoptotic, p53 or p53-a382 positive primary
keratinocytes exposed to UVB or UVB plus heat with or without Ex-527. Statistically significant differences are indicated with ** for p < 0.001 and/or *** for
p-values p < 0.0001 respectively
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the effects of UVB plus heat-mediated SIRT1 activation
on the mediators of the nucleotide excision repair sys-
tem, including XPA, is necessary to provide an improved
understanding of the effects of SIRT1 deacetylation on
the nucleotide excision repair mechanisms overall. More
importantly, further studies are required to determine
whether heat stress can indeed exacerbate UVB-induced
skin carcinogenesis.
It is important to note that the survival mechanism we
observed in our UVB plus heat treated keratinocytes are
in direct contradiction to previous reports. A few studies
have shown that prior heat treatment protects human
and murine keratinocytes against UVB-induced DNA
damage, as a consequence of pre-activated heat shock
proteins [9, 11–13]. However, the mechanisms involved
in our experiments, where heat is added after UVB, ap-
pear to be primarily driven by heat-mediated post-
translational modifications to the p53 protein. Neverthe-
less, heat shock response mediators, particularly HSP90,
were found upregulated in UVB plus heat treated kerati-
nocytes at 4 h post exposure (data not shown), suggest-
ing that the heat shock response is functional despite
repeated exposure to multiple stressors. Given the im-
portance of HSPs in resisting UVB-induced apoptosis,
UVB plus heat treatment therefore, provides keratino-
cytes with additional capacity to survive and proliferate.
Interestingly, in the presence of SIRT1 inhibitor (Ex-
527), UVB plus heat treated cells did not show similar
upregulated levels of HSP90 expression in vitro and in
ex vivo skin (data not shown). Thus, SIRT1 activation
appears to be required for the full induction of the heat
shock response. A similar observation indicating that
SIRT1 can affect the regulation of the heat shock re-
sponse has also been reported previously [19]. In their
study, Westerheide and colleagues observed diminished
HSP90 expression when HeLa cells were exposed to
nicotinamide, another Sirt1-inhibitor drug. In addition,
they found that SIRT1 deacetylates HSF-1, increasing its
DNA binding affinity to the promoters of HSPs. This re-
sult indicates that SIRT1 may act as an upstream regula-
tor of the HSF-1-mediated heat shock response, and
thus elucidates the importance of this particular Sirtuin
protein in thermal stress response. However, the exact
mechanism as to how heat induces SIRT1 activation
needs to be fully determined.
It is also important to note that while we found evi-
dence to show that UVB plus heat induces survival of
DNA damaged keratinocytes, these observations are that
of a UVB followed by heat exposure model. Heat stress
and UVB radiation occur simultaneously in the environ-
ment. Thus, activation of SIRT1, and its subsequent ef-
fects on the p53-mediated cellular stress response and
the heat shock response, must be confirmed in a UV and
heat concurrent exposure model. Nonetheless, we
propose that heat in the environment would similarly
affect UVB irradiated cells, i.e. it will aid in the survival
of DNA damaged keratinocytes.
Conclusions
In conclusion, our study uncovered a survival pathway
intrinsically induced by UVB plus heat exposure and
mediated by SIRT1 activation. In addition, we provide
additional evidence that exposure to high temperatures,
subsequent to UV irradiation, impairs effective cell ar-
rest, DNA repair and/or apoptosis of DNA damaged ker-
atinocytes, indicating that subsequent UV and heat may
potentially act synergistically to create pre-cancerous le-
sions. However, translational studies using mouse
models may be required to determine whether heat
treatment will enhance UVB-induced tumourigenesis.
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Additional file 1: Figure S1. Exposure to UVB plus heat significantly
decreased acetylated p53 levels in keratinocytes. Immunohistochemical
staining of nuclear DNA (DAPI, blue), CPD (red) and active caspase (casp-
3), phosphorylated SIRT1 (SIRT1-p), total p53 or acetylated p53 (p53-a382)
(green) in primary keratinocytes (NHEK) in vitro either untreated, or
exposed to heat, UV or UVB plus heat. (TIFF 1482 kb)
Additional file 2: Table S1. Keratinocytes expressing SIRT1 only after
UVB and/or heat exposure. (DOCX 12 kb)
Additional file 3: Figure S2. Exposure to UVB plus heat induced an
increase in the number of keratinocytes expressing Ki67. (a)
Immunohistochemical staining of nuclear DNA (DAPI, blue), Ki67 (red)
and cytokeratin (CytoK) (green) in UV or UVB plus heat treated skin. (b)
Fluorescent immunocytochemistry staining of nuclear DNA (DAPI, blue)
and Ki67 (green) in primary keratinocytes (NHEK) in vitro. (TIFF 1702 kb)
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Abbreviations
CPD: Cyclobutane pyrimidine dimers; NHEK: Primary normal human
epidermal keratinocytes; UVB: Ultraviolet radiation B
Acknowledgments
We extend our thanks to Mr. Michael Morici, Ms. Tenielle Porter and the ECU
Melanoma Research Team for their assistance and support in the laboratory.
Funding
This study was funded by Edith Cowan University. The funding body was
not involved in the design of the study and collection, analysis,
interpretation of data and in writing the manuscript.
Availability of data and materials
The datasets used and/or analysed in this study are available from the
corresponding author on reasonable request.
Author contributions
LC, EG and MZ participated in the study design, analysis of the results and
wrote the manuscript. SK, AD and PD provided the skin models and made
revisions to the manuscript. All authors read and approved the final
manuscript.
Competing interest
We certify that there is no conflict of interest with any organization, financial
or otherwise, regarding the material discussed in this manuscript.
Calapre et al. BMC Dermatology  (2017) 17:8 Page 8 of 10
Ethics approval and consent to participate
The collection and commercialisation of skin models (NativeSkin) for research
purposes were authorised by the French Ministry of Research and French
Ethical Committee (Comité de Protection des Personnes (CPP)). The use of
NativeSkin and NHEK cell lines for all experiments presented in the
manuscript was approved by the ECU Research Ethics Committee.
Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.
Author details
1School of Medical Science, Edith Cowan University, 270 Joondalup Drive,
Joondalup, Perth, WA 6027, Australia. 2GENOSKIN Centre Pierre Potier,
Oncopole, Toulouse, France. 3School of Pathology and Laboratory Medicine,
University of Western Australia, Crawley, WA, Australia.
Received: 2 December 2016 Accepted: 2 June 2017
References
1. Madan V, Lear JT, Szeimies RM. Non-melanoma skin cancer. Lancet. 2010;
375(9715):673–85.
2. Welsh MM, Karagas MR, Kuriger JK, Houseman A, Spencer SK, Perry AE, et al.
Genetic determinants of UV-susceptibility in non-melanoma skin cancer.
PLoS One. 2011;6(7):e20019.
3. Liu L, Rezvani HR, Back JH, Hosseini M, Tang X, Zhu Y, et al. Inhibition of p38
MAPK signaling augments skin tumorigenesis via NOX2 driven ROS
generation. PLoS One. 2014;9(5):e97245.
4. Herbert KJ, Cook AL, Snow ET. SIRT1 inhibition restores apoptotic sensitivity in
p53-mutated human keratinocytes. Toxicol Appl Pharmacol. 2014;277(3):288–97.
5. van der Leun JC, Piacentini RD, de Gruijl FR. Climate change and human
skin cancer. Photochem Photobiol Sci. 2008;7(6):730–3.
6. Freedman DM, Kitahara C, Linet M, Alexander B, Neta G, Little M, et al.
Ambient temperature and risk of first primary basal cell carcinoma: a
nationwide United States cohort study. J Photochem Photobiol B Biol. 2015;
148:284–9.
7. Calapre L, Gray ES, Ziman M. Heat stress: a risk factor for skin carcinogenesis.
Cancer Lett. 2013;337(1):35–40.
8. Maytin EV, Wimberly JM, Kane KS. Heat shock modulates UVB-induced cell
death in human epidermal keratinocytes: evidence for a hyperthermia-
inducible protective response. J Invest Dermatol. 1994;103(4):547–53.
9. Trautinger F, Kindas-Mugge I, Barlan B, Neuner P, Knobler RM. 72-kD heat
shock protein is a mediator of resistance to ultraviolet B light. J Invest
Dermatol. 1995;105(2):160–2.
10. Kane KS, Maytin EV. Ultraviolet B-induced apoptosis of keratinocytes in
murine skin is reduced by mild local hyperthermia. J Invest Dermatol. 1995;
104(1):62–7.
11. Maytin EV. Heat shock proteins and molecular chaperones: implications for
adaptive responses in the skin. J Invest Dermatol. 1995;104(4):448–55.
12. Jantschitsch C, Kindas-Mugge I, Metze D, Amann G, Micksche M, Trautinger
F. Expression of the small heat shock protein HSP 27 in developing human
skin. Br J Dermatol. 1998;139(2):247–53.
13. Jantschitsch C, Trautinger F. Heat shock and UV-B-induced DNA damage
and mutagenesis in skin. Photochem Photobiol Sci. 2003;2(9):899–903.
14. Calapre L, Gray ES, Kurdykowski S, David A, Hart P, Descargues P, et al. Heat-
mediated reduction of apoptosis in UVB-damaged keratinocytes in vitro and
in human skin ex vivo. BMC Dermatol. 2016;16(1):6.
15. Jang SY, Kim SY, Bae YS. p53 deacetylation by SIRT1 decreases during
protein kinase CKII downregulation-mediated cellular senescence. FEBS Lett.
2011;585(21):3360–6.
16. Kim DH, Jung YJ, Lee JE, Lee AS, Kang KP, Lee S, et al. SIRT1 activation by
resveratrol ameliorates cisplatin-induced renal injury through deacetylation
of p53. Am J Physiol Renal Physiol. 2011;301(2):F427–35.
17. Kume S, Haneda M, Kanasaki K, Sugimoto T, Araki S, Isono M, et al. Silent
information regulator 2 (SIRT1) attenuates oxidative stress-induced
mesangial cell apoptosis via p53 deacetylation. Free Radic Biol Med. 2006;
40(12):2175–82.
18. Donmez G, Arun A, Chung CY, McLean PJ, Lindquist S, Guarente L. SIRT1
protects against alpha-synuclein aggregation by activating molecular
chaperones. J Neurosci. 2012;32(1):124–32.
19. Westerheide SD, Anckar J, Stevens SM Jr, Sistonen L, Morimoto RI. Stress-
inducible regulation of heat shock factor 1 by the deacetylase SIRT1.
Science. 2009;323(5917):1063–6.
20. Chou WW, Chen KC, Wang YS, Wang JY, Liang CL, Juo SH. The role of
SIRT1/AKT/ERK pathway in ultraviolet B induced damage on human retinal
pigment epithelial cells. Toxicol in Vitro. 2013;27(6):1728–36.
21. Gonfloni S, Iannizzotto V, Maiani E, Bellusci G, Ciccone S, Diederich M. P53
and Sirt1: routes of metabolism and genome stability. Biochem Pharmacol.
2014;92(1):149–56.
22. Wilking MJ, Singh C, Nihal M, Zhong W, Ahmad N. SIRT1 deacetylase is
overexpressed in human melanoma and its small molecule inhibition
imparts anti-proliferative response via p53 activation. Arch Biochem Biophys.
2014;563:94–100.
23. Lou G, Liu Y, Wu S, Xue J, Yang F, Fu H, et al. The p53/miR-34a/SIRT1
positive feedback loop in Quercetin-induced apoptosis. Cell Physiol
Biochem. 2015;35(6):2192–202.
24. Raynes R, Brunquell J, Westerheide SD. Stress Inducibility of SIRT1 and its
role in Cytoprotection and cancer. Genes Cancer. 2013;4(3–4):172–82.
25. Glozak MA, Seto E. Histone deacetylases and cancer. Oncogene. 2007;26(37):5420–32.
26. Cao C, Lu S, Kivlin R, Wallin B, Card E, Bagdasarian A, et al. SIRT1 confers
protection against UVB- and H2O2-induced cell death via modulation of p53
and JNK in cultured skin keratinocytes. J Cell Mol Med. 2009;13(9B):3632–43.
27. van Leeuwen IM, Higgins M, Campbell J, McCarthy AR, Sachweh MC,
Navarro AM, et al. Modulation of p53 C-terminal acetylation by mdm2,
p14ARF, and cytoplasmic SirT2. Mol Cancer Ther. 2013;12(4):471–80.
28. Xu Y, Li N, Xiang R, Sun P. Emerging roles of the p38 MAPK and PI3K/AKT/
mTOR pathways in oncogene-induced senescence. Trends Biochem Sci.
2014;39(6):268–76.
29. Chakraborty A, Uechi T, Kenmochi N. Guarding the 'translation apparatus':
defective ribosome biogenesis and the p53 signaling pathway. Wiley
Interdiscip Rev RNA. 2011;2(4):507–22.
30. Chipuk JE, Green DR. Cytoplasmic p53: bax and forward. Cell Cycle. 2004;
3(4):429–31.
31. Chung, KW, Choi YJ, Park MH, Jang EJ, Kim DH, Park, BH, et al. Molecular
insights into SIRT1 protection against UVB-Induced skin fibroblast
senescence by suppression of oxidative stress and p53 acetylation. J
Gerontol A Biol Sci Med Sci. 2015;70(8):959-68.
32. Winter M, Moser MA, Meunier D, Fischer C, Machat G, Mattes K, et al.
Divergent roles of HDAC1 and HDAC2 in the regulation of epidermal
development and tumorigenesis. EMBO J. 2013;32(24):3176–91.
33. Murphy M, Mabruk MJ, Lenane P, Liew A, McCann P, Buckley A, et al.
Comparison of the expression of p53, p21, Bax and the induction of
apoptosis between patients with basal cell carcinoma and normal controls
in response to ultraviolet irradiation. J Clin Pathol. 2002;55(11):829–33.
34. D'Costa AM, Denning MF. A caspase-resistant mutant of PKC-delta protects
keratinocytes from UV-induced apoptosis. Cell Death Differ. 2005;12(3):224–32.
35. Piao MJ, Hyun YJ, Cho SJ, Kang HK, Yoo ES, Koh YS, et al. An ethanol extract
derived from Bonnemaisonia hamifera scavenges ultraviolet B (UVB)
radiation-induced reactive oxygen species and attenuates UVB-induced cell
damage in human keratinocytes. Mar Drugs. 2012;10(12):2826–45.
36. Lee JT, Gu W. SIRT1: regulator of p53 Deacetylation. Genes Cancer. 2013;
4(3–4):112–7.
37. Chen WY, Wang DH, Yen RC, Luo J, Gu W, Baylin SB. Tumor suppressor HIC1
directly regulates SIRT1 to modulate p53-dependent DNA-damage
responses. Cell. 2005;123(3):437–48.
38. Rezvani HR, Rossignol R, Ali N, Benard G, Tang X, Yang HS, et al. XPC
silencing in normal human keratinocytes triggers metabolic alterations
through NOX-1 activation-mediated reactive oxygen species. Biochim
Biophys Acta. 2011;1807(6):609–19.
39. Bria E, Furlanetto J, Carbognin L, Brunelli M, Caliolo C, Nortilli R, et al.
Human epidermal growth factor receptor 2-positive breast cancer: heat
shock protein 90 Overexpression, Ki67 proliferative index, and
Topoisomerase II-alpha co-amplification as predictors of pathologic
complete response to Neoadjuvant chemotherapy with Trastuzumab and
Docetaxel. Clin Breast Cancer. 2015;15(1):16–23.
40. Katzenberger T, Petzoldt C, Holler S, Mader U, Kalla J, Adam P, et al. The
Ki67 proliferation index is a quantitative indicator of clinical risk in mantle
cell lymphoma. Blood. 2006;107(8):3407.
41. Kanitakis J, Narvaez D, Euvrard S, Faure M, Claudy A. Proliferation markers
Ki67 and PCNA in cutaneous squamous cell carcinomas: lack of prognostic
value. Br J Dermatol. 1997;136(4):643–4.
Calapre et al. BMC Dermatology  (2017) 17:8 Page 9 of 10
42. Putri RI, Siregar NC, Siregar B. Overexpression and amplification of Murine
double minute 2 as a diagnostic tool in large lipomatous tumor and its
correlation with Ki67 proliferation index: an institutional experience. Indian J
Pathol Microbiol. 2014;57(4):558–63.
43. Gertz M, Fischer F, Nguyen GT, Lakshminarasimhan M, Schutkowski M,
Weyand M, et al. Ex-527 inhibits Sirtuins by exploiting their unique NAD+
−dependent deacetylation mechanism. Proc Natl Acad Sci U S A. 2013;
110(30):E2772–81.
44. Peck B, Chen CY, Ho KK, Di Fruscia P, Myatt SS, Coombes RC, et al. SIRT
inhibitors induce cell death and p53 acetylation through targeting both
SIRT1 and SIRT2. Mol Cancer Ther. 2010;9(4):844–55.
45. Ido Y, Duranton A, Lan F, Weikel KA, Breton L, Ruderman NB. Resveratrol
prevents oxidative stress-induced senescence and proliferative dysfunction
by activating the AMPK-FOXO3 cascade in cultured primary human
keratinocytes. PLoS One. 2015;10(2):e0115341.
46. Solomon JM, Pasupuleti R, Xu L, McDonagh T, Curtis R, DiStefano PS, et al.
Inhibition of SIRT1 catalytic activity increases p53 acetylation but does not
alter cell survival following DNA damage. Mol Cell Biol. 2006;26(1):28–38.
47. Cheng HL, Mostoslavsky R, Saito S, Manis JP, Gu Y, Patel P, et al.
Developmental defects and p53 hyperacetylation in Sir2 homolog (SIRT1)-
deficient mice. Proc Natl Acad Sci U S A. 2003;100(19):10794–9.
48. Botta G, De Santis LP, Saladino R. Current advances in the synthesis and
antitumoral activity of SIRT1-2 inhibitors by modulation of p53 and pro-
apoptotic proteins. Curr Med Chem. 2012;19(34):5871–84.
49. Liu DJ, Hammer D, Komlos D, Chen KY, Firestein BL, Liu AY. SIRT1
knockdown promotes neural differentiation and attenuates the heat shock
response. J Cell Physiol. 2014;229(9):1224–35.
50. Yi J, Luo J. SIRT1 and p53, effect on cancer, senescence and beyond.
Biochim Biophys Acta. 2010;1804(8):1684–9.
51. Amundson SA, Patterson A, Do KT, Fornace AJ Jr. A nucleotide excision
repair master-switch: p53 regulated coordinate induction of global genomic
repair genes. Cancer Biol Ther. 2002;1(2):145–9.
52. Ford JM. Regulation of DNA damage recognition and nucleotide excision
repair: another role for p53. Mutat Res. 2005;577(1–2):195–202.
53. Fitch ME, Cross IV, Ford JM. p53 responsive nucleotide excision repair gene
products p48 and XPC, but not p53, localize to sites of UV-irradiation-
induced DNA damage, in vivo. Carcinogenesis. 2003;24(5):843–50.
54. Min JH, Pavletich NP. Recognition of DNA damage by the Rad4 nucleotide
excision repair protein. Nature. 2007;449(7162):570–5.
55. Sugasawa K, Okamoto T, Shimizu Y, Masutani C, Iwai S, Hanaoka F. A
multistep damage recognition mechanism for global genomic nucleotide
excision repair. Genes Dev. 2001;15(5):507–21.
56. Adimoolam S, Ford JM. p53 and DNA damage-inducible expression of the
xeroderma pigmentosum group C gene. Proc Natl Acad Sci U S A. 2002;
99(20):12985–90.
57. Tan T, Chu G. p53 binds and activates the xeroderma pigmentosum DDB2
gene in humans but not mice. Mol Cell Biol. 2002;22(10):3247–54.
58. Barckhausen C, Roos WP, Naumann SC, Kaina B. Malignant melanoma cells
acquire resistance to DNA interstrand cross-linking chemotherapeutics by
p53-triggered upregulation of DDB2/XPC-mediated DNA repair. Oncogene.
2014;33(15):1964–74.
59. Martincorena I, Roshan A, Gerstung M, Ellis P, Van Loo P, McLaren S, et al.
Tumor evolution. High burden and pervasive positive selection of somatic
mutations in normal human skin. Science. 2015;348(6237):880–6.
•  We accept pre-submission inquiries 
•  Our selector tool helps you to find the most relevant journal
•  We provide round the clock customer support 
•  Convenient online submission
•  Thorough peer review
•  Inclusion in PubMed and all major indexing services 
•  Maximum visibility for your research
Submit your manuscript at
www.biomedcentral.com/submit
Submit your next manuscript to BioMed Central 
and we will help you at every step:
Calapre et al. BMC Dermatology  (2017) 17:8 Page 10 of 10
